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Ehlers-Danlos Syndrome (EDS) is a heritable connective tissue
disorder. Here, we focus on 1 of 14 subtypes: hypermobile (hEDS) [ }
o There are no know underlying genes or mechanisms for hEDS el Abnormal elasticity of sk aene A
o Diagnosis is difficult: symptoms and associated genes vary similar genes |
Knowledge Graphs (KGs): Disease Phenotypes
o Combine heterogeneous data to reveal potential relationships of _ p—
i nte re St - h;\serexter:ls);llle skin

HP:0008067

o Incorporate environmental factors to look beyond genetics
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